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Editorial  

     The Otorhinolaryngology is a wide field study which 
includes different types of scientific branches. The 
microbiological aspect of otorhinolaryngology has its own 
properties and concerns. The presence of complicated 
populations of microbial normal flora in the related areas 
of ears, nose and larynx makes it hard to have an accurate 
diagnosis when the host suffers from an infectious disease 
in his/her ears, nose and/or larynx. So, the best option for 
an appropriate diagnosis is the use of advanced molecular 
diagnostic techniques. Among different types of advanced 
molecular diagnostic tools, the polymerase chain reaction 
and DNA microarray are recommended.  
 
     The long term of otorhinolaryngology is 
terminologically constructed from tree roots and a suffix 
including ot/o (Ear [outer and inner side]), rhin/o (nose), 
laryng/o (larynx) and –logy (study of). This study 
encompasses a vast range of scientific branches including 
anatomy, physiology, biology and microbiology. The 
natural complex of otorhinolaryngology is an interesting 
field for different types of scientists. From our view, the 
microbiological otorhinolaryngology covers the human 
body properties and the related micro biome. 
Interestingly, bacteria and fungi represent the most 
important parts of the normal flora populations while the 
pathogenic microorganisms involve bacterial, fungal and 
viral agents. Any variation in the micro flora natural 
balance results in acute to chronic infections within the 
areas of the host’s ears, nose and/or larynx. As these 
areas have their own special situations, so the process of 
diagnostics may be harder and longer than that must be. 
 
     Today, there are several appropriate diagnostic tools 
which can be used for detection and identification 
pathogenic microbial agents. The diagnostic 
methodologies are consisted of classic and advanced 
techniques. As we know, the classic diagnostic tools in 

microbiology are time consuming and their results are not 
enough sensitive and specific [1-5].  
 
     In contrast to classic microbiological diagnostic 
techniques, the advanced molecular ones are accurate, 
easy to use, and fast with high sensitivity and specificity. 
Regarding advanced molecular diagnostics, there are 
several options for the users; but polymerase chain 
reaction (PCR) is an accessible tool for everyone around 
the world. The PCR technology is an appropriate 
molecular diagnostic tool when you are trying to detect or 
identify a limited range of microbial agents within limited 
clinical samples. In the case of huge number of clinical 
specimens, the use of PCR technique is going to be very 
EXPENSIVE [3,6,7]. A proper alternative for PCR when 
your clinical samples include hundreds or thousands is 
microarray technology. DNA microarray technology is a 
suitable molecular diagnostic technique for detection and 
identification of a wide range of pathogens [5,8-10].  
 
     DNA microarray technology is a proper advanced 
molecular diagnostic technology which is accurate, fast, 
with high sensitivity and specificity. The DNA microarray 
technology is recommended for complicated clinical 
samples obtained from ear, nose and larynx regions. 
Moreover, as the multidrug resistant microbial pathogens 
are rising up in recent decade, the simultaneous 
recognition of antimicrobial resistant and sensitive 
pathogens is possible via the application of DNA 
microarray [4,5,8-11].  
 

Conflict of interest  

The authors declare no conflicts of interest. 
 

References 

1. Behzadi P, Behzadi E (2012) Word Mapping In 
Biology, Medicine & Microbiology 1st (edn) Tehran: 
Persian Science & Research Publisher. 

Editorial 

Volume 1 Issue 1 

Received Date: May 27, 2016 

Published Date: May 30, 2016 

DOI: 10.23880/ooaj-16000107  

 

mailto:behzadipayam@yahoo.com
mailto:p.behzadi@qodsiau.ac.ir
http://www.adinehbook.com/gp/product/6009211272
http://www.adinehbook.com/gp/product/6009211272
http://www.adinehbook.com/gp/product/6009211272
https://doi.org/10.23880/ooaj-16000107
https://doi.org/10.23880/ooaj-16000107


Otolaryngology Open Access Journal 

 

Payam B and Elham B. Otorhinolaryngology. Otolaryngol Open Access J 
2016, 1(1): 000107. 

                                             Copyright© Payam B and Elham B 

 

18 

2. Behzadi P, Behzadi E, Ranjbar R (2013) Linguistica 
Scientifica. 1st (edn) Tehran: Persian Science & 
Research Publisher.  

3. Behzadi P, Behzadi E (2007) Environmental 
Microbiology. 1st (edn) Tehran: Niktab Publisher. 

4. Behzadi P, Behzadi E, Ranjbar R (2014) Antibiotic 
Therapy For Acute Otitis Media In Children. Orl'ro 
23(2): 10-12. 

5. Behzadi P, Behzadi E, Ranjbar R (2015) Microarray 
And Respiratory Tract Infections. Orl'ro 29(4): 34-36. 

6. Behzadi P, Behzadi E, Ranjbar R (2014) Basic Modern 
Molecular Biology. 1st edn. Tehran: Persian Science & 
Research Publisher.  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

7. Behzadi P, Ranjbar R, Alavian SM (2015) Nucleic 
Acid-Based Approaches For Detection Of Viral 
Hepatitis. Jundishapur Journal Of Microbiology 8(1). 

8. Behzadi P, Behzadi E, Ranjbar R (2014) The 
Application Of Microarray In Medicine. Orl'ro 24(3): 
24-26. 

9. Behzadi P, Behzadi E, Ranjbar R (2015) Microarray 
Probe Set: Biology, Bioinformatics And Biophysics. 
Alban Med J (2): 78-83.  

10. Behzadi P, Behzadi E, Ranjbar R (2014) Microarray 
Data Analysis. Alban Med J (4): 84-90.  

11. Behzadi P, Behzadi E, Ranjbar R (2014) Multidrug-
Resistant Bacteria. Infectio'ro 39(3): 29-31. 

 
 
 
 

http://web.a.ebscohost.com/abstract?direct=true&profile=ehost&scope=site&authtype=crawler&jrnl=20676530&AN=101549282&h=dQ8UOLQsF6PI5rKWXE1UBdDY8iCL9wFbbyl%2b%2bHc%2bIo6Hs%2ffz%2f5Uq3bmUKekddtDhmzJI8nmYrgkfUf%2fwl%2fQz4Q%3d%3d&crl=c&resultNs=AdminWebAuth&re
http://web.a.ebscohost.com/abstract?direct=true&profile=ehost&scope=site&authtype=crawler&jrnl=20676530&AN=101549282&h=dQ8UOLQsF6PI5rKWXE1UBdDY8iCL9wFbbyl%2b%2bHc%2bIo6Hs%2ffz%2f5Uq3bmUKekddtDhmzJI8nmYrgkfUf%2fwl%2fQz4Q%3d%3d&crl=c&resultNs=AdminWebAuth&re
http://web.a.ebscohost.com/abstract?direct=true&profile=ehost&scope=site&authtype=crawler&jrnl=20676530&AN=101549282&h=dQ8UOLQsF6PI5rKWXE1UBdDY8iCL9wFbbyl%2b%2bHc%2bIo6Hs%2ffz%2f5Uq3bmUKekddtDhmzJI8nmYrgkfUf%2fwl%2fQz4Q%3d%3d&crl=c&resultNs=AdminWebAuth&re
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4350052/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4350052/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4350052/
http://revistaginecologia.ro/system/revista/6/36-38.pdf
http://revistaginecologia.ro/system/revista/6/36-38.pdf
http://revistaginecologia.ro/system/revista/6/36-38.pdf
http://www.albanianmedicaljournal.com/index.php/20-albanian-medical-journal-2015-2/190-microarray-probe-set-biology-bioinformatics-and-biophysics
http://www.albanianmedicaljournal.com/index.php/20-albanian-medical-journal-2015-2/190-microarray-probe-set-biology-bioinformatics-and-biophysics
http://www.albanianmedicaljournal.com/index.php/20-albanian-medical-journal-2015-2/190-microarray-probe-set-biology-bioinformatics-and-biophysics
http://albanianmedicaljournal.com/index.php/18-albanian-medical-journal-2014-4/156-microarray-data-analysis
http://albanianmedicaljournal.com/index.php/18-albanian-medical-journal-2014-4/156-microarray-data-analysis
https://creativecommons.org/licenses/by/4.0/

	Editorial
	Conflict_of_interest
	References

